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Amendments to the Claims 

This listing of claims will replace all prior versions and 
listing of claims in the application. 

Claims 1 to 269 (cancelled) . 

270. (Currently amended) An isolated protein having 
anticoagulant activity and having one or more Nematode- extracted 
Anticoagulant Protein domaina Xl^AP domains^, wherein each NAP 
domain includes the sequence i 

CyB-Al-Cys-A2-Cys-A3-CyS"A4-Cys-A5-Cy»"A6-Cys-A7-Cys-A8- 
Cys-A9-Cys-A10 (FORMULA III), wherein 

ft 

(a) Al is an amino acid sequence of 7 to 8 amino acid 

residues; 

(b) A2 is an amino acid sequence; 

(c) A3 i» an amino acid sequence of 3 amino acid 
residues and has the sequence Asp-A3a-A3b wherein A3a and A3b are 
independently selected; 

(d) A4 is an amino acid sequence having a net anionic 

charge; 

(e) A5 is an amino acid sequence of 4 amino acid 
residues and has the sequence A5a-A5b-A5c-A5a (SEQ. ID. »©-r NO; 
85} , wherein A5a through A5d are independently selected amino 
acid residues; 

(f) Afi is an amino acid sequence; 

(g) A7 is an amino acid residue selected from the 
group consisting of Val and lie; 

(h) AS is an amino acid sequence of 11 to 12 amino 
acid residues; 

(i) A9 is an amino acid sequence of 5 to 7 amino acid 
residues; and 
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(j) AlO is an amino acid' sequence; 
wherein each of A2, A4, A6 and AlO has an independently selected 
number of independently selected amino acid residues and each 
deguence is selected such that each NAP domain has in total leee 
than abe^ 120 amino acid residues, and wherein the protein has 
a NAP domain with an amino acid sequence o\Abafcant i' fl.alIy the oamc 
having at least 90» homology with the NAP domain of AcaNAPc2 
(SEQ, ID. NO: 59) . 

271. (currently amended) An isolated protein having 
anticoagfulant activity and having one or more NAP domains, wher 
each NAP domain includes the sequence: 

Cys - Al - Cy s - A2 - Cys - A3 - Cy s - A4--Cy s - A5 - Cys - A6 - Cys - A7 - Cy B - AS - 
Cys-A9-Cys-Al0 (FORMULA III) , wherein 

(a) Al is an amino acid sequence of 7 to d amino acid 

residues? 

(b) A2 is an amino acid sequence; 

(c) A3 is an amino acid sequence of 3 amino acid 
residues and has the sequence Asp-Lys-Lys; 

(d) A4 is an amino acid sequence having a net anionic 

charge ; 

I (a) A5 is an amino acid sequence of 4 amino acid 

residues and has the sequence A5»-A5jt,-A5c-A5d wherein A5a is Leu, 
A5c is Arg and A5^ and A5d are independently selected amino acid 
residues (SEQ. ID- m^r NOz^ 357) ; 

(f) A6 is an amino acid sequence; 

(g) A7 is val/ 

(h) A8 is an amino acid sequence of 11 to 12 auuino 
acid residues and includes the amino acid sequence A8«-A8b-Gly- 
Phe-Tyr-Arg-Asn (SEQ. ID. Jf&^ NOr 79), wherein ac least one of 
A9ft and ASb is Glu or Asp; 
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(i) A9 is an amino acid sequence of 5 to 7 ainino acid 

residues; and 

(j) AlO is an amino acid eequence; 
wherein e^ch of A2, A6 and AlO has an independently selected 

number of independently selected amino acid residues and each 
sequence Is selected such that each NAP domain has in total less 
than 6tbei*fe l20 amino acid residues, and wherein the protein baa 
a NAP domain with an amino acid sequence gubafcantially tehe aam e 
ad having at leaet 30% homology with the NAP domain of AcaNAPc2 
(SEQ, ID, ^Oj^ 59) . 

272- (Currently amended) An isolated protein having Factor 
Vlla/TF inhibitory activity having a NAP domain with an amino 
acid sequence aubjjtonfeially th A fl ame - ao having at least 90% 
honiQlogy with the NAF domain of AcaWAPc2 (SEQ, ID. itO-s- NOi 59} . 

273* (Currently amended) An isolated protein having an 
amino acid sequence guhotantially the aama - ao having at least 
90% homolocrv with AcaNAPc2 (SSQ, ID, NOi 59) - 

274, (Currently amended) An isolated protein having an 
amino acid sequence a ^J ^ atantially the o amo ao having at least 
90% homology with AcaNAPc2 /proline. 

275, (Previously presented) A method of treating a 
pathologic condition characterized by abnormal thrombosis by 
preventing or decreasing the abnormal thrombosis u^hich comprises 
administering a protein of claim 270. 

276, (Previously presented) A method of treating a 
pathologic condition characterised by abnormal thrombosis by 
preventing or decreasing the abnormal thrombosis which comprises 
administering a protein of claim 271, 
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277* (Previously presented) A method of treating a 

pathologic condition characterized by abnormal thrombosis by 

preventing or decreasing. the abnormal thrombosis which comprises 

administering a protein of claim 2 72. 

278* (Previously presented) A method of treating a 
pathologic condition characterized by abnormal thrombosis by 
preventing or decreasing the abnormal thrombosis which comprises 
administering a protein of claim 273 . 

279- (Previously presented) A method of treating a 
pathologic condition characterized by abnormal thrombosis by 
preventing or decx-easing the abnormal thrombosis which comprises 
administering a protein of claim 274- 

280. (Previously presented) A method according to any one 
of claims 275 to 279 whorein said pathologic condition is 
disseminated intravascular coagulopathy. 

281- (Previously presented) A method according to any one 
of claims 275 to 279 wherein said abnormal thrombosis occurs in 
the venous vasculature of patients undergoing major surgery in 
the lower extrcmcfea-eo extremities or abdominal area. 

1282. (Previously presented) A pharmaceutical composition 
comprising a protein of any one of claims 270 to 274 and a 
pharmaceutically acceptable carrier. 
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